Temstero T

/Structures/IOUK/MOL2/10UK.084-protein.mo2(I0UK_opt)
_/Structures/IOUK/MOL2/10UK.084-ligand. moR2(I0UK_084_A_501_opt)

.83

/Structures/IM7Q/MOL2/IM7Q.DQO-protein.mo(IM7Q_o
/Structures/IM7Q/MOL2/1M7Q.DQO-ligand.mol2(IM7Q_DQO_A ) _opt)

0.80

../Structures/1ZZL/MOL2/1ZZL.TZY-protein.mol2(1ZZL_oj

)
../Structures/1ZZL/MOL2/1ZZL.TZY-ligand. mol2(1ZZL_TZY_A_ 999 )_opt)

/Structures/1YQI/MOL2/1YQI.6NP-protein.mol2(1YQ_opt)
/Structures/1YQI/MOL2/1 YQY.6NP-ligand.mol2(1YQI_6NP_A_362_opt)

./Structures/1ZZ2/MOL2/1222.B11-protein.mol2(1ZZ2_opt)
/Structures/12Z2/MOL2/1222. B11- -ligand.mol2(1ZZ2_B11_A_. 362 _opt)

/Structures/10UY/MOL2/I0UY.094-protein.mol2(10UY_opt)
/Structures/I0UY/MOL2/10UY.094-ligand.mo2(10UY_094_A_501_opt)

.77 82 82 0.79

../Structures/1ZYJ/MOL2/1ZY].BI5-protein.mol2(1ZYJ_opt)

/MOL2/IBMK.SB! .moR2(1BMK_opt) |
/Structures/1ZYJ/MOL2/1ZYJ.BI5-ligand.mo2(1ZYJ BIS_A_ 362 opt)

_/Structures/IBMK/MOL2/1BMK SB5-ligand. mol(1BMK_SBS_A_800_opt)

../Structures/IOVE/MOL2/10VE.358-protein.mol2(10VE_opt)
/Structures/IOVE/MOL2/10VE.358-ligand. mo2(I0VE_358_A_401_opt)

.84 84 0.81

_/Structures/2QD9/MOL2/2QDY. LGF-protein.mo2(2QD9

../Structures/IBL6/MOL2/1BL6.SB6-protein.mol2(1BL6_opt) pt)
/Structures 20DYMOLY20D.LGF-gand mo2(20D9. LGE. A 361_opt)

./Structures/1BL6/MOL2/1BL6.SB6-ligand. mol2(1BL6_SB6_A_800_opt)

.83 .82

_/Structures 2BAL/MOL2/2BAL.PQA-protein.mo2(2BAL opt)
/Stnuchures 2BALMOLY2BAL, POA-lgand mol2(GBAL POA A 401_opt)

./Structures/1BL7/MOL2/1BL7.SB4-protein.mol2(1BL7_oj
-./Structures/| BL7/MOL2/1BL7.SB4-ligand.mo2(1BL7_SB4_A 800 )_opt)

/Structures/2RGS/MOL2/2RG5.279-ligand.mol2(2RGS_279_A_501_opt)

‘ MOL2/2RG5.279-protein.mol2(2RGS_opt)

_/Structures 2GFS/MOL2/2GFS.PQB-protein.mo(2GFS_opt)
/Struciures AGFSMOLY2GES PQB-igand molCGES. OB A 361_opt)

0.83 0.86 0.85 87

‘ ../Structures/1 A9U/MOL2/1A9U.SB2-protein.mol2(1A9U_

opt) ../Structures/I W7H/MOL2/1 W 7H.3IP-protein.mol2(1W7H_oj
/Structures/l AYU/MOL2/1A9U.SB2-ligand.mol2(1A9U_SB2_A_800_opt)

pt)
/Structures/IW7H/MOL2/1W7H.31P-ligand. mol2(IW7H_3IP_A_ 1355 _opt)

../Structures/2RG6/MOL2/2RG6.287-protein.mol2(2RG6_opt)
../Structures/2RG6/MOL2/2RG6.287-ligand. mol2(2RG6_287_A_501_opt)

0.81 0.81 0.82

~/Structures/IWBO/MOL2/IWBO.2CH-protein.mol2(IWBO_op,
/Slmclums/lWBO/MOLZ/IWBO 2CH-ligand.mol2(IWBO_2CH . A 1355_opt)

~/Structures/10Z1/MOL2/10Z1.FPH-protein.mol2(10Z1_opt)
/Structures/10Z1/MOL2/10Z1.FPH-ligand. mo2(10Z1_FPH_A_500_opt)

_/Structures/ 2ZAZ/MOL2/2ZAZ.GK 1-protein.mo2(2ZAZ_opt)
./Structures/2ZAZ/MOL2/2ZAZ. GK-ligand. mol22ZAZ_GK1_A_362_opt)

_/Structures/1DI9/MOL2/1DI9.MSQ-protein.mol2(IDI9_opt)
../Structures/I DI9/MOL2/1DI9.MSQ-ligand.mol2(1DI9_MSQ_A_500_opt)

.78 086 084 80
/Structures/W84/MOL2/1W84.L12-protein.mo2(1W84_opt) 1KV2/MOL2/IKV2.B in.mo2(1KV2_opt) /Structures/I WBN/MOL2/IWBN.L09-protein.mol2(1WBN_opt) 2BAK/MOL2/2BAK.AQZ-protein.mol2(2BAK_opt)
/Structures/IW84/MOL2/1W84.L12-ligand. mol2(1W84_L12_A_1356_opt) | | ../Structures/IKV2/MOL2/1KV2.B96-ligand.mol2(IKV2 B9 A 391 opt) | | ../Structures/I WBN/MOL2/1WBN.L09-ligand.mol2(IWBN_L09_A_1355_opt) Stncures SBARMOLL2BAK. AQZ-ligand. mol2(2BAK_AQZ A _401_opt)

0.82 0.76 0.90 0.84

./Structures/|WBT/MOL2/1 WBT.WBT-protein.mol2(1WBT_opt)
../Structures/| WBT/MOL2/IWBT.WBT-ligand. mol2(1WBT_WBT_A_| 1355 _opt)

_/Structures/1 WBW/MOL2/1WBW. Li4-protein.mol2(1WBW _opt)
/Structures/I WBW/MOL2/IWBW.LI4-ligand.mol2(1WBW_LI4_A_1355_opt)

/Structures/I W83/MOL2/I1W83.L1 1-protein.mol2(1W83_opt)
/Structures/IW83/MOL2/W83.L1 I-ligand.mol2(IW83_L11_A_1355_opt)

0.95 81 0.86

../Structures/| WBS/MOL2/1 WBS. LI2-protein.mol2(1WBS_opt)
./Structures/|WBS/MOL2/IWBS. LI2-] I|gand mol2(IWBS_LI2_A_ 1355 opl)




