Cluster.0

../Structures/IMTB/MOL2/1MTB.HPH-protein.mol2(IMTB_opt)
./Structures/IMTB/MOL2/IMTB.HPH-ligand.mol2(IMTB_HPH_A_102_opt)

.78

../Structures/IN49/MOL2/1N49.RIT-protein.mol2(IN49_opt)
../Structures/IN49/MOL2/1N49.RIT-ligand.moI2(1N49_RIT_B_301_opt)

.77

. ../Structures/IKZK/MOL2/1KZK.JE2-protein.mo2(1KZK_opt)
/Structures/IKZK/MOL2/1KZK.JE2-ligand. mo2(IKZK_JE2_A_701_opt)

../Structures/IMTB/MOL2/IMTB.NTB-protein.mo2(IMTB_opt)
/Structures/IMTB/MOL2/IMTB.NTB-ligand. mol2(IMTB_NTB_B_101_opt)

../Structures/2F3K/MOL2/2F3K.RO I -protein.mo2(2F3K_opt)
. /Structures/2F3K/MOL2/2F3K.RO I-ligand. mol2(2F3K_RO1_A_506_opt)

0.86 0.83 .89

../Structures/4AHVP/MOL2/4HVP.2NC-protein.mol2(4HVP_opt)
/Structures/4HVP/MOL2/4HVP 2NC-ligand.mol2(4HVP_2NC_B_0_opt)

../Structures/IT3R/MOL2/1T3R.017-protein.mo2(1T3R_opt)
../Structures/lTSR/MOLZ/lT?yR 017-ligand.mo2(1T3R_017_A_1200_opt)

../Structures/2FGV/MOL2/2FGV.NTB-protein.mo2(2FGV_opt)
../Structures/2FGV/MOL2/2FGV NTB-ligand. mo22FGV_NTB_A_512_opt)

0.85 .87 0.88

../Structures/1B6L/MOL2/1B6L.PI4-protein.mol2(1B6L_opt)
../Structures/1B6L/MOL2/1B6L.PI4-ligand.moI2(1B6L_PI4_A_201_opt)

.88

../Structures/3AID/MOL2/3AID.ARQ-protein.mol2(3AID_opt)
../Structures/3AID/MOL2/3AID.ARQ-ligand.mol2(3AID_ARQ_A_401_opt)

../Structures/IMTR/MOL2/IMTR .PI6-protein.mol2(IMTR _opt)
/Structures/IMTR/MOL2/IMTR PI6-ligand.mo2(IMTR_PI6_B_101_opt)

../Structures/2AID/MOL2/2AID. THK-protein.mol2(2AID_opt)
/Structures/2AID/MOL2/2AID. THK-ligand. mo[2(2AID_THK_A_201_opt)

0.85 .91 0.77

../Structures/IB6K/MOL2/1B6K. PI5-protein.mol2(1B6K_opt)
../Structures/1B6K/MOL2/1B6K.PI5-ligand. moI2(1B6K_PI5_A_201_opt)




